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Capn3, (532) 401 
Capping, (531) 47 
Carbamoyl phosphate synthetase, (511) 6; (514) 323 
Carbohydrate fatty acids ester, (519) 181 
Carbohydrate masking, (531) 255 
Carbon monoxide, (522) 3 
Carbon tetrachloride, (532) 391 
Carbonic anhydrase II, (519) 35 
Carbonyl, (511) 118 
Carbonyl metabolism, (523) 213 
Carboxyhemoglobin, (522) 3 
Carboxypeptidase inhibitor, (532) 207 
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Carcinogenesis, (530) 59 
Cardiac, (530) 239 
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Cation, (524) 20 
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Cav2.1 subunit, (528) 177 
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CD4, (514) 209; (516) 257 
CD9, (531) 93 
CD14, (531) 184 
CD23/FceR II, (518) 53 
CD28, (525) 53 
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Cell shape, (514) 238 
Cell signaling, (513) 53; (524) 6 
Cell surface association, (523) 63 
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Cellobiose dehydrogenase, (518) 29 
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Cellular prion protein, (512) 25 
Cellular senescence, (523) 157 
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Channel, (532) 183 
Channel function, (512) 43 
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Channel-kinase, (514) 26 
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Chemiluminescence, (523) 128 
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Chemokine receptor antagonist, (527) 255 
Chemokine receptor CCR5, (519) 173 
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Chemotaxis, (516) 58; (527) 255; (532) 221 
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Chymase, (512) 133 
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Ciliary beat frequency, (530) 31 
Ciliary neurotrophic factor eceptor, (514) 214 
Ciliate mating type, (514) 329 
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Clathrin, (513) 11; (529) 49 
Clathrin hub, (514) 355 
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Clavaminate synthase, (517) 7 
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Clock gene, (513) 169 
Clock mutation, (526) 115 
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Closed loops, (527) 1 
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CMS/CD2-associated protein, (529) 110 
CNDAC, (520) 167 
CNTF, (514) 214 
Coactivator, (523) 43 
Coagulation, (510) 67 
Coagulation enzyme, (530) 220 
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Codon frequency, (5t6) 87 
Coenzyme A, (513) 299 
Coenzyme Q10, (525) 169 
Cofactor, (517) 267; (520) 127 
Coiled-coil, (517) 233 
Coiled-coil domain, (523) 193 
Cold, (531) 561 
Cold acclimation, (517) 129 
Cold-acclimated chicken, (529) 313 
Cold-adapted protein, (514) 329 
Cold treatment, (517) 79 
Collagen, (514) 175; (528) 139 
Collagen gel, (531) 93 
Collagen-related peptide, (528) 139 
Collagenase-1, (524) 193 
Coltagenase-3, (532) 31 
Colocalization, (531) 299 
Colon cancer, (518) 83 
Colon cancer cells, (531) 278 
Colonic cancer, (530) 147 
Colorectal cancer, (516) 217; (529) 232; (531) 415 
Combinatorial chemistry, (518) 60 
Competition, (532) 198 
Competitive polymerase chain reaction, (527) 216 
Competitive uPA-derived peptide antagonists, (528) 212 
Complement activation, (532) 338 
Complex formation, (521) 14 
Complex l, (512) 80; (512) 91 
Complex III, (529) 173 
Compositional homogeneity, (511) 165 
Computational modelling, (531) 343 
Computer analysis, (516) 87 
Computer simulation, (521) 133 
Cone arrestin, (524) 116 
Confocal microscopy, (512) 191; (532) 188 
Conformation, (512) 95; (521) 133; (531) 137 
Conformation ofclusters, (527) 76 
Conformational change, (521) 14; (524) 107; (525) 77; (530) 197 
Conformational movement, (514) 2 
Conformational stability, (531) 543 
Conformational transition, (528) 251 ; (531) 241 
Conformer, (519) 35 
Congenital stationary night blindness, (528) 17 
Conifer, (526) 49 
Coniferyl alcohol, (529) 198 
Connective tissue growth factor, (528) 109 
Connexin 43, (531) 132 
g-Conotoxin, (511) 159 
c0-Conotoxin, (528) 177 
Conserved protein domain, (529) 162 
Constitutive activity, (517) 195; (528) 17 
Constitutive androstane r ceptor 13, (532) 373 
Contraction, (519) 201 
Controlled release, (515) 184 
Conventional protein kinase C, (531) 475 
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Copper ion, (531) 402 
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COQ3, (515) 104 
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Corticosteroid, (518) 53 
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Cre-loxP, (529) 116 
Critical kind of switch, (532) 295 
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Cross-linking, (510) 141 ; (514) 55; (524) 107; (524) 127; (527) 159 
CrylA toxin, (519) 215 
Cryogenic reduction, (532) 203 
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Crystal structure, (514)243; (521)24; (523)239; (525) 100 
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Csk, (520) 156 
CSPG repeat, (527) 114 
CTD, (513) 305 
C-terminal cytoplasmic tail, (524) 73 
CTL4 (NG22), (521) 19 
Ctrl, (527) 239 
C-type lectin, (531) 229 
C-type natriuretic peptide, (524) 172 
Cucurbitamoschata, (514) 281 
Culmination, (527) 37 
Cultured human cell, (521) 195 
Cupiennin 1, (527) 193 
Cupiennius alei, (527) 193 
Curcumin, (512) 334 
Cvt pathway, (526) 71 
CXCR4, (514) 209; (527) 255 
Cyanobacterium, (513) 175; (516) 167; (517) 19; (519) 82; (519) 123 
Cyclic adenosine-3',5'-phosphate, (530) 53 
Cyclic AMP response lement binding protein phosphorylation, (527) 
109 
Cyclic guanosine monophosphate, (511) 59 
Cyclic peptide, (516) 197 
Cyclin, (523) 143 
Cyclin A, (526) 82 
Cyclin B, (527) 303; (529) 319; (532) 7 
Cyclin D1, (515) 141 
Cyclin-dependent kinase 5, (523) 58; (530) 209 
Cyclin-dependent kinase 5 activator, (523) 58 
Cyclin-dependent protein kinase, (515) 104 
Cyclin E, (526) 82 
Cyclization, (515) 133 
Cyclodextrin, (516) 109 
Cyclodextrin glycosyltransferase, (514) 189 
Cyclopentenyl cytosine, (527) 229 
Cyclophilin D, (512) 1 
Cyclosporin, (516) 191 
Cyclosporin A, (512) 1 ; (522) 168 
CYP1A1/A2, (519) 205 
CYP2B1/B2, (519) 205 
Cyp2bl0, (532) 373 
CYP2E1, (519) 205 
Cypridina luciferin analog, (523) 128 
Cysteine, (517) 229 
Cysteine labeling, (527) 159 
Cysteine oxidation, (531) 209 
Cysteine protease, (517) 144; (528)246; (531)265 
Cysteine proteinase, (532) 401 
Cysteine-rich region, (527) 309 
Cysteine scanning, (513) 277 
Cystic fibrosis, (526) 87; (532) 237 
Cystic fibrosis transmembrane conductance r gulator, (518) 183 ; (526) 
87; (532) 237 
Cystine, (526) 106 
Cytochrome, (512) 125; (519)41 
Cytochrome b6[) ccOmplex, (519) 99 
Cytochrome bd, (519) 82 
Cytochrome bo~, (527) 81 
Cytochrome e, (510) 62; (510) 185; (515) 8; (517) 133; (518) 129; (521) 
53; (522) 29; (523) 99; (524) 25; (529) 249; (532) 256 
Cytochrome c biogenesis, (522) 83 
Cytochrome c nitrite reductase, (522) 83 
Cytochrome c oxidase, (527) 81 ; (532) 261 
Cytochrome c3, (532) 261 
Cytochrome c6, (517) 50; (531) 543 
Cytochrome cM, (517) 50 
Cytochrome oxidase, (514)340; (516) 1t9; (518) 10 
Cytochrome P450, (514) 219; (528) 90 
Cytochrome P450 2B1, (512) 319 
Cytochrome P-450 IIB1, (512) 121 
Cytochrome P450 reductase, (519) 205 
Cytokine, (5l 1) 36; (514) 214; (515) 119; (516) 63; (517) 92; (525) 151 ;
(531) 12; (532) 67; (532) 164 
Cytokinesis, (525) 105 
Cytokinin, (515) 39; (527) 315 
Cytolytic pore, (512)43 
Cytoplasm to vacuole targeting, (512) 173 
Cytosine-5'-triphosphate synthetase, (527) 229 
Cytoskeleton, (513)71; (513) 119 
Cytosolic phospholipase A2, (531) 18 
D 
D1 protein, (512) 13; (516) 156; (516) 167; (524) 127 
Database, (516) 253 
Daucus carota, (515) 75 
Daanorubicin, (525) 141 
Dbl, (513) 85 
DDB2, (512) 168 
Deafness locus putative guanine nucleotide exchange factor, (532) 211 
Death domain, (531) 18 
Death effector domain, (527) 250 
Death inducing signaling complex, (527) 250 
Deathligand, (526) 135 
7-Deazaxanthine, (510) 83 
DEC1, (530) 186 
Decarboxylase, (510) 196 
Decorin, (530) 124 
Decoy receptor, (531) 304 
Defense response, (518) 164 
Degradation signal, (529) 22 
Dehydroascorbic a id, (527) 5 
Dehydroepiandrosterone, (532) 153; (532) 373 
Dehydroepiandrosterone-sulfate, (532) 373 
Dehydroquinase, (530) 24 
3-Dehydroquinic a id, (530) 24 
Deletion mutant, (532) 387 
Deletions, (53l) 363 
Demethoxy ubiquinone, (512) 33 
Demethylation reaction, (519) 205 
Denaturation, (511) 73 
Denaturation curve, (511) 73 
Dendritic ell, (511) 123; (512) 67 
Denervation, (529) 303 
Dengue, (524) 20 
5'-Deoxyadenosine, (532) 465 
Deoxy-cardiolipin, (528) 35 
Deoxycytidine triphosphate, (532) 211 
2'-Deoxyguanosine, (516) 67 
Deoxyribonuclease I, (510) 22 
68 
DEP-1, (517) 27 
Dephosphorylation, (511) 139; (513) 305; (516) 265; (521) 145; (527) 
186; (528) 139; (532) 363 
2+ Depletion of ER Ca stores, (529) 325 
Dermatan sulfate, (522) 147 
A 9 Desaturase, (526) 49 
Desensitization, (516) 124; (521) 140 
Desmin, (523) 229 
Desolvation shell, (527) 166 
Detergent, (528) 251 
Detergent-resistant membrane, (516) 139 
Detoxification, (520) 63 
Deuterium labelling, (530) 89 
Deuterium nuclear magnetic resonance, (519) 103 
Development, (521) 100; (523) 143; (524)225; (532)459 
DH, (513) 85 
Diabetes, (512) 85; (515) 109; (525) 169; (527) 5; (530)215 
Diabetes mellitus, (532) 1 
Diacylglycerophosphatidylcholine, (511) 150 
Diadinoxanthin, (523) 163 
2'3'-Dialdehydo-UDP-~x-D-N-acetylglucosamine, (521) 127 
Dialign, (529) 126 
Dialysis, (515) 146 
Diamine oxidase, (520) 8 
Diastereomerically pure S-ODN, (528) 48 
Diatom, (523) 163 
Diatoxanthin, (523) 163 
Dibucaine, (532) 396 
2',7'-Dichlorodihydrofluorescin diacetate, (511) 21 
Dictyostelium discoideum, (510) 5; (510) 117; (527) 37; (532) 459 
Dielectric spectroscopy, (525) 111 
Diet, (530) 17 
Differential display, (513) 230 
Differential scanning calorimetry, (522) 77; (531) 209; (531) 343 
Differential screening, (522) 88 
Differentiation, (515) 1; (518) 159; (527)216; (529)361; (531)421 
Differentiation i vitro, (531) 389 
Dihydroflavonol 4-reductase, (531) 453 
Dihydrofolate r ductase, (514) 106 
Dihydroorotate d hydrogenase, (529) 346 
7,8-Dihydropterin, (523) 234 
Diltiazem, (516) 191 
Dimer, (519) 103; (529)27; (531) 335 
Dimeric enzyme, (518) 93 
Dimerization, (516) 31; (524) 87; (529) 102; (532) 171 
2,5-Dimethoxyhydroquinone, (531) 483 
Dimethylglycine d hydrogenase, (522) 141 
Dimethylsulfoxide, (519) 181 
1,2-Dimyristoyl-sn-glycero-3-phosphocholine, (512) 47
1,2-Dimyristoyl-sn-glycero-3-phosphoglycerol, (512) 47 
DING protein, (524) 6 
o-Dinitrobenzene, (525) 131 
Dioxygenase, (517) 7 
Diphenylamine, (516) 156 
Diphenylhexatrienyl propanoyl f uorophore, (516) 109 
Diphosphonucleotide phosphataselphosphodiesterase, (519) 159 
Dipolar shift, (528) 189 
Directed evolution, (532) 455 
Discoidin domain, (514) 175 
Discriminant analysis, (522) 24 
Disintegrin, (512) 111 
Disintegrin metalloproteinase, (524) 154 
Dispersion prism, (512) 235 
Disproportionation, (527) 67 
Distal element, (517) 13 
Disulfide motif, (521) 87 
Dithiol/disulfide exchange, (511) 145 
Diuron, (523) 95 
Divalent metal transporter, (510) 71 
DMSO, (511) 85 
DMT1, (527) 239 
DNA, (510) 154; (511) 150; (517)281; (530) 143 
DNA-binding domain, (528) 95 
DNA damage, (531) 215 
DNA deamination, (519) 128 
DNA degradation, (519) 128 
DNA demethylation, (519) 128; (527) 63 
DNA end-joining, (527) 105 
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DnaK, (520) 25 
DNA methylation, (514) 305; (532) 367 
DNA-methyltransferase, (532) 367 
DNA pairing, (531) 109 
DNA polymerase cq (527) 143 
DNA polymerase stability, (529) 43 
DNA repair, (513) 58; (516) 164 
DNA replication, (529) 43 
DNA rings, (527) 1 
DNA-RNA junction, (531) 204 
DNA-RNA-DNA/DNA heteroduplex, (531) 204 
DNA strand break, (514) 111 
DNA synthesis, (512) 75; (526) 82 
Docking, (516) 43; (526) 1 
Domain, (522) 77 
C2 domain, (516) 93 
Domain II, (511) 79 
Domain swapping, (528) 114 
Domains, (529) 22 
Dopamine, (511) 118 
Dopamine biosynthesis, (530) 94 
Dopamine secretion, (530) 94 
Doppel, (530) 85 
Dorfin, (531) 354 
Dorsal root ganglion, (511) 90; (523) 68; (532) 419 
Dorsoventral patterning, (531) 427 
Double gene transfection, (520) 47 
Double strand, (510) 175 
Double-stranded RNA-dependent protein kinase, (529) 249 
Doxorubicin, (531) 304 
Doxycycline, (517) 115 
dpp, (531) 427 
DRAL, (521) 165 
Driving force, (529) 93 
Drosophila, (522) 24; (527) 199; (531) 427 
Drosophila enabled/vasodilator-stimulated phosphoprotein homology 
1 domain, (513) 45 
Drug activity, (516) 113; (521) 109 
Drug delivery, (515) 184 
Drug delivery system, (510) 206; (516) 109; (520) 167 
Drug resistance, (515) 25; (520) 16l ; (521) 57; (525) 131 ; (529) 232 
Drug targets, (521) 72 
DsRed, (511) 11 
DT40 cell, (525) 145 
Dual kinase activity, (532) 357 
Dual-specificity phosphatase, (525) 48 
Duchenne muscular dystrophy, (517) 163; (530) 109 
dUDPase, (526) 147 
Duplex, (526) 77 
Duplication, (526) 5 
Durum wheat mitochondria, (516) 15 
dUTPase, (526) 147 
DUTT1, (523) 12 
Dye-coupling, (531) 132 
Dynamin, (523) 171 
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Fusion, (530) 239 
Fusion transcript, (521) 19 
Fusobacterium nucleatum, (523) 119 
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Glucose side-chain formation, (532) 159 
Glucose signalling, (520) 133 
Glucose toxicity, (513) 189 
Glucose transport, (528) 154 
Glucose transporter 4, (519) 210 
Glucose uptake, (513) 193 
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Histone H3 phosphorylation, (518) 23 
Histone modification, (513) 124 
Histones, (527) 319 
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Mitochondrion, (510) 62; (510) 117; (510) 127; (512) 91; (514) 37; 
(514) 305; (515) 25; (515) 71; (515) 75; (516) 213; (516) 279; (517) 
144; (522) 9; (522) 141 ; (522) 177; (523) 171 ; (525) 7; (526) 21 ; (526) 
135; (532) 12; (532) 256; (532) 459 
Mitogen activatedkinase, (518) 195 
Mitogen-activated protein kinase, (511) 15; (512) 107; (516) 101 ; (517) 
206; (518) 23; (521) 145; (524) 149; (527) 43; (528) 101 
Mitogen-activated protein kinase/extracellular signal-regulated kinase,
(524) 193 
Mitogen-activated protein kinase phosphatase-1, (521) 157 
Mitosis, (524) 79; (527) 303 
Mitotic exit, (532) 7 
Mitotic kinase, (529) 319 
Mitotic spindle checkpoint, (514) 193 
Mitotic spindle formation, (517) 167 
Mixed valence, (527) 81 
MMP-2, (519) 147 
Model membrane, (519) 103; (523) 79
Modeling, (515) 165; (518) 5 
Modification, (516) 20 
Modular arrangement, (517) 19 
Modulatory subunit, (512) 230 
Molecular chaperone, (513) 259; (514) 269; (520) 25; (522) 59; (522) 
177; (528) 193 
Molecular crowding, (515) 99; (529) 298 
Molecular dynamics, (512) 185; (521) 133 
Molecular dynamics imulation, (529) 65 
Molecular evolution, (522) 177 
Molecular evolution of functional RNA, (521) 95 
Molecular indexing, (531) 354 
Molecular interaction, (531) 137 
Molecular mechanics, (510) 13 
Molecular mimicry, (532) 21 
Molecular phylogeny, (511) 127 
Molecular scars, (531) 499 
Molybdoenzyme, (529) 208 
Monoamine transporter, (524) 87 
Monocyte, (530) 158 
Monocyte-derived, (511) 123 
Monolayer, (524) 92 
Mononuclear cell, (527) 211 
Mononuclear leukocyte, (511) 133 
Monte Carlo simulation, (526) 97 
Moricin, (518) 33 
Morphology, (523) 171 
Mortalin, (516) 53 
Mosquito, (517) 67 
M6ssbauer whole cell, (529) 332 
Motifs, (529) 22 
Motility, (532) 221 
Mouse, (524) 97; (529) 116; (531) 99
Mouse embryonic fibroblast, (517)281 
Mouse embryonic stem cell, (510) 94 
Mouse erythroid leukaemia cell, (512) 199 
Mouse liver, (523) 213 
Mouse macrophage, (531) 348 
Mouse neuroblastoma N1E-115 cell, (525) 164 
mPerl, (516) 101 
mPer2, (516) 101 
77 
Mpl ligand, (527) 279 
Mre11, (516) 164 
mRNA, (514) 11 ; (527) 279 
mRNA analog, (514) 96 
mRNA cap, (516) 9 
mRNA expression, (524) 219 
mRNA isoform, (524) 1 
mRNA quantification, (517) 79 
msl, (521) 100 
roTOR, (519) 135; (531)448 
Mucin, (524) 211 ; (531) 1 t5 
Mucolipidosis, (532) 183 
Mucolipin, (532) 183 
Mucosa, (522) 104 
Multidrug resistance, (530) 197 
Multilamellar vesicle, (51 l) 150 
Multiple native conformers, (528) 161 
Multiple sequence alignment, (529) 126 
Multi-substrate analogue inhibitor, (510) 83 
Multisynthetase complex, (512) 298 
MunclSc, (528) 154 
Muscarinic receptor, (529) 356 
Muscle development, (523) 229 
Muscle differentiation, (522) 156 
Muscle protein, (517) 45 
Muscle spindle, (529) 303 
Muscular dystrophy, (532) 401 
Mushroom body, (513) 230 
Mutagenesis, (511) 11; (5ll) 159; (512) 95; (513) 147; (515) 13; (517) 
211; (518) 17; (520)88; (522) 130; (522) 173; (525)25; (528)257; 
(529) 261; (531) 290 
Mutant cycle analysis, (511) 159 
Mutation, (513) 213; (517) 151; (520) 161;(529) 116; (531) 309 
Mutational analysis, (511) 79 
Mutations, (519) 128; (531) 363 
mutT, (512) 149 
MxA, (516) 129 
MyD88, (532) 171 
MyD88 adapter like, (517) 251 
Myeloperoxidase, (510) 4l 
MYND-zinc finger, (526) 124 
C2C12 myoblast, (521) 200; (522) 156 
Myocyte, (512) 59 
Myocyte-enhancing factor 2C, (530) 239 
Myocyte-specificenhancer binding factor 2C, (524) 134 
MyoD, (524) 134 
Myogenesis, (524) 134; (527) 119 
Myogenic ell, (527) 269 
Myogenin, (524) 134 
Myoglobin, (531) 137 
Myopalladin, (532) 273 
Myosin, (513) 107; (516) 58; (518) 97; (521) 121; (527) 101 
Myosin light chain, (512)282 
Myosin phosphatase, (515) 127 
Myosin Va, (517) 233 
Myotube formation, (529) 303 
Myristoylation, (527) 138 
N-Myristoyltransferase, (527) 138 
N 
N1E-115, (532) 419 
Na channel, (513) 235 
Na + dependence, (531) 241 
Na+/C1--dependent neurotransmitter ransporter, (524) 87 
Na+/H + antiporter, (527) 245 
Na+/H + exchanger, (512) 52; (521) 205 
Na+K+-ATPase, (514) 340 
Na,K-ATPase, (513) 277; (531) 241 
NAD + binding, (517) 267 
NAD + metabolism, (517) 97 
NADH, (519) 41 
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NADH channeling, (522) 6 
NADH dehydrogenase, (512) 80; (517) 79 
NADH :ubiquinone oxidoreductase, (512) 80 
NADPH, (515) 133 
Nagase analbuminemic rat, (523) 187 
Nanospray ion trap tandem mass spectrometry, (532) 313 
NapC/NirT family, (522) 83 
Naphthoquinone analog, (522) 161 
Nascent chain, (516) 213 
Nascent polypeptide, (512) 209 
Native American, (517) 180 
Natively unfolded, (515) 99; (517) 37; (527) 303 
Natural antibody, (522) 104 
Natural killer T cell, (516) 97 
Natural mutation, (517) 195 
Natural product, (520) 13 
Nck-interacting kinase/HPK/GCK-like kinase, (530) 233 
Necrosis, (515) 8 
Nematode, (514) 37; (522) 109 
Neoglycolipid, (517) 32 
Neoglycoprotein, (517) 32 
Neoplasia, (516) 217 
Nerve growth factor, (510) 149 
Nervous ystem, (531) 12 
Net charge, (514) 181 
Neugrin, (531) 354 
Neural cell adhesion molecule, (518) 60 
Neural network, (520) 1 
Neural precursor cell, (5311389 
Neurite, (510) 175 
Neurite outgrowth, (518) 60; (530) 48; (532) 419 
Neuroblastoma, (527) 229 
Neuroblastoma differentiation, (532) 153 
Neurodegeneration, (529) 22; (531) 538 
Neurodegenerative disorder, (522) 9 
Neuroendocrine c ll, (511) 127 
Neuroendocrine protein 7B2, (512) 259 
Neurofibrillary degeneration, (512) 101 
Neurofibrillary tangle, (514) 263 
Neurofibromatosis type 1, (522) 71 
Neurofibromin, (522) 71 
Neurofilament, (531) 397 
Neurogenesis, (520) 139; (532)419 
Neuromelanin, (510) 216 
Neuron, (520) 139 
Neuronal morphology, (532) 445 
Neuron-derived orphan receptor-l, (522) 88 
Neurone, (524) 6 
Neuron-restrictive silencer element, (531) 193 
Neuron-restrictive silencer factor, (531) 193 
Neuropeptide FF, (532) 313 
Neuropeptide Y, (518) 5 
Neurotensin, (518) 111 
Neurotoxin, (523)219; (527)263; (532) 131 
Neurotransmitter, (516) 187; (527) 125 
Neurotransmitter cotransport, (512) 303 
Neurotransmitter r lease, (516) 93 
Neurotrophin, (510) 50 
Neutral ceramidase, (532) 441 
Neutral sphingomyelinase, (5.30) 104; (531) 329 
Neutrophil, (519) 45; (532) 411 
New antigen receptor, (516) 80 
New plasmepsin, (513) 159 
Newt, (521) 43 
NFAT, (514) 153 
NF-~B, (519) 231 ; (530) 73; (531)494; (531) 553; (532) 171 ; (532) 188; 
(532) 241 
NHE1, (521) 205 
Nicastrin, (520) 117 
Nickel binding, (522) 135 
Nicotinamide-adenine dinucleotide biosynthesis, (516) 239 
Nicotinamide mononucleotide adenylyltransferase, (516) 239 
Nicotinic acetylcholine r ceptor, (514) 340; (528) 251 
NIH3T3, (521) 205 
NIH3T3 cell, (516) 101 
NimX, (523) 143 
Nitrate reductase, (516) 145 
Nitrate respiration, (523) 99 
Nitration, (518) 116 
Nitric oxide, (510) 136; (512) 145; (514)275; (515)75; (516)63; (529) 
221; (531) 329; (532)441 
Nitric oxide signaling, (515) 20 
Nitric oxide synthase, (514) 135; (532) 216 
Nitrobenzoxa- 1,3-diazolyl fluorophore, (516) 109 
Nitrogen-centred radical, (510) 41 
Nitrogen fixation, (517) 185; (523) 109 
Nitrogen metabolism, (513) 175 
Nitrogen regulation, (512) 71 
p-Nitrophenyl c~-n-glucuronopyranoside hy rolyzing c~- 
glucuronidase, (517) 159 
Nitrosative stress, (515) 20 
N-Nitrosodimethylamine, (519) 205 
S-Nitrosoglutathione reductase, (515) 20 
Nitrotyrosine, (525) 43 
3-Nitrotyrosine, (512) 218 
Nitrous acid, (518) 116 
NK2, (532) 391 
NMR, (528) 189; (529) 157; (529) 261; (532) 333 
1H NMR, (523) 133 
I H NMR spectroscopy, (530) 191 
3~p NMR, (513) 289; (53l) 273 
Nocturnal vision, (530) 70 
Nodulin 26, (531) 443 
Noise analysis, (515) 177 
Nomenclature, (513) 141; (532) 121 
Non-antioxidant mechanism, (519) 8 
Non-coding RNA, (530) 4 
Non-enzymatic nitric oxide, (520) 153 
Non-equilibrium olecular dynamics, (528) 53 
Non-equilibrium thermodynamics, (510) 105 
Non-haem, (517) 7 
Non-mevalonate pathway, (527) 315 
Non-naturalmutagenesis, (510) 10 
N on-phosphorylating glyceraldehyde-3-phosphate dehydrogenase, 
(530) 169 
Non-photochemical quenching, (523) 163 
Non-receptor tyrosine kinase, (527) 216; (531) 81 
Non-selective cation channel, (522) 125 
Nordihydroguaiaretic acid, (518) 88 
Norepinephrine, (512) 282 
Npi3/Brol, (517) 103 
NPSI/STH1, (531) 215 
NPT1, (517) 97 
NS3 protease, (525) 77 
NSs, (532) 75 
NtcA, (512) 71 
N-terminal acetylation, (529) 341 ; (532) 207 
N-terminal half, (529) 225 
N-terminalmethylation, (519) 164 
N-TIMP-3, (520) 102 
Nuclear complex I gene, (532) 70 
Nuclear envelope, (525) 135 
Nuclear factor ~B, 
Nuclear factor-~cB, (510)57; (510) 166; (512)75; (513)203; (513)208; 
(515) 159; (516) 257; (521) 165; (526) 101;(526) 106; (530) 129; (531) 
415; (532) 45; (532) 57 
Nuclear factor4cB essential modulator, (532) 45 
Nuclear localization signal, (531) 319; (532) 36 
Nuclear magnetic resonance, (510) 1 ; (511) 33; (514) 37; (514) 295; 
(515) 165; (516) 93; (517) 55; (517) 139; (517) 155; (517) 175; (518) 
33; (518) 111; (521) 121; (523)207; (524) 172; (527)86; (527)95; 
(527) 303; (528) 171; (528) 203; (529) 188; (532) 273 
Nuclear magnetic resonance r laxation, (524) 177 
Nuclear magnetic resonance spectroscopy, (521) 115 
Nuclear magnetic resonance structure, (531) 314 
Nuclear eceptor, (510)77; (511)36; (520) 127; (526) 1/42 
Nuclear espiratory factor, (514) 309 ' 
Nuclear un-on, (523) 123 
Nuclear transport, (531) 319 
Nuclease resistance, (528) 48 
Nucleation, (529) 275 
Nucleic acid regulatory sequence, (532) 267 
Nucleocytoplasmic transport, (513) 53 
Nucleoid, (529) 151 
Nucleolus, (523) 182 
Nucleoside specificity, (514)269 
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Nucleoside transporter, (517) 201 
Nucleoside uptake, (531) 189 
Nucleosome positioning, (523) 7 
Nucleosome-remodeling complex, (531) 215 
Nucleotide, (520) 156 
Nucleotide xchange, (516) 129; (531) 339 
Nucleotide xcision repair, (518) 144; (522) 47 
Nucleotide metabolism, (526) 147 
Nucleotide receptor, (513) 179 
Nucleotide sanitization enzyme, (512) 149 
Nucleus, (523)43; (529)27; (529)268; (531) 109; (532)319 
NudC, (529) 162 
Numb, (513) 67 
O 
Obesity, (514) 315; (515) 109; (519) 108; (530) 37 
Okadaic acid, (523) 90 
Oligo-capping, (517) 121 
Oligomer, (526) 5 
Oligomerization, (511) 6; (511) 51; (515) 189; (524) 87; (525) 33 
Oligomerization state, (526) 43 
Oligo(nucleoside phosphorothioate)s (S-ODNs), (528) 48 
Oncogene, (528) 12 
Oncogenic activity, (515) 51 
Ontogeny, (526) 26 
Oocyte maturation, (516) 151; (518) 23 
Oogenesis, (524) 59 
Open and closed conformation, (531) 69 
Opioid peptide, (513) 273 
Mu Opioid receptor, (519) 173 
Opsin, (530) 70; (531) 525 
Optic atrophy, (523) 171 
Orexin, (526) 11 
Origin of the genetic ode, (527) 1 
Ornithine, (514) 323 
Ornithine decarboxylase, (527) 223 
Orphan, (531) 407 
Orphan receptor, (520) 97 
Orthogonal signal correction, (530) 191 
Oryza sativa L, (527) 181 
Oscillation, (510) 5; (530) 215; (532) 295 
Osmotic stress, (521) 190 
Osteoarthritis, (510) 166; (531) 359 
Osteoblastic differentiation, (510) 99 
Osteoblasts, (528) 43 
Osteoprotegerin, (521) 180 
Outer membrane phospholipase A, (516) 31 
Outward rectifier K + channel, (524) 204 
Ovarian cancer, (527) 10; (532) 135 
Overexpression, (516) 53; (517) 45; (523) 63; (523) 234; (530) 94 
Owl monkey (Aotus trivirgatus), (530) 70 
Oxaliplatin, (529) 232 
Oxidant, (510) 67; (520) 122 
Oxidant chemical, (512) 1 
Oxidase reaction, (529) 198 
Oxidation, (517) 229; (531) 329 
Oxidative phosphorylation, (528) 35 
Oxidative stress, (510)221; (512) 139; (515)75; (517)239; (518) 159; 
(526) 106; (527) 5; (527) 91; (531) 359; (532) 407 
Oxidized lipoproteins, (522) 19 
Oxidized low-density lipoprotein, (511) 133 
Oxidoreductase, (510) 196; (518)29; (524) 163; (529)237 
oxLDL, (523) 200 
8-Oxo-7,8-dihydro-2'-deoxyguanosine, (516) 67 
2-Oxoglutarate, (512) 71; (517) 7 
2-Oxoglutarate d hydrogenase, (526) 53 
Oxygen, (518) 29; (522) 3 
Oxygen burst, (519) 8 
Oxygen-dependent, (526) 5 
Oxygen evolution, (512) 116 
Oxygen-evolving complex, (523) 138 
Oxygen uptake, (532) 193 
Oxygenase, (517) 7 
Oxysterol binding protein, (527) 37 
P 
P1 promoter, (518) 48 
pll07, (515) 137 
P13K, (510) 99 
pl4ARF, (528) 207; (529) 122 
p185, (511) 46 
p19, (532) 75 
P19 cell, (524) 134 
p19 INK4d, (517) 272 
P2 purinoceptor, (513) 253 
p204 mutant, (515) 51 
p21, (518) 169; (531) 319 
p21-activated protein kinase, (515) 84 
p21 cip~, (531) 319 
p23 co-chaperone, (529) 162 
P2X1 receptor, (524) 15 
P2X7, (512)43; (531) 127 
P2Yb (513) 179 
P2YI receptor, (523) 147 
P2Y12, (513) 179 
p300, (510) 50 
p38, (516) 63; (518) 129 
p38 MAPK, (510) 99; (528) 133 
p38 mitogen-activated protein kinase, (512) 313; (520) 18; (525) 116; 
(527) 109; (527) 119; (528) 139; (532) 164 
p387, (511) 15 
p53, (512) 223; (512) 334; (521) 165; (524) 163; (525) 93; (526) 53; 
(529) 122; (529) 293; (531) 259; (532) 61 
P53, (517) 151 
p53-binding site, (524) 69 
p57 Kip2, (532) 283 
p62, (510) 57; (512) 19 
p63, (524) 139; (525) 93 
p70 S6K, (510) 99 
p70S6 kinase, (521) 39 
p70s6k/p85 s6k, (519) 135 
p73, (525) 93; (529) 122 
p7313, (522) 161 
p90 ribosomal $6 kinase, (510) 149 
p97, (520) 107 
Pab240, (526) 53 
Paclitaxel, (532) 256 
Paired helical filament, (531) 538 
PAK, (515) 84 
Palindromic repetitive sequence, (521) 95 
Palmitoylation, (516) 139 
Palytoxin, (513) 277 
PAMP, (532) 171 
Pancreatic slet, (530) 215; (532) 17 
Papain-like cysteine proteinase, (528) 58 
Parallel operation, (532) 295 
Paralog cross-talk, (532) 21 
Paramagnetic nuclear magnetic resonance, (510) 185 
Paramagnetic restraint, (528) 189 
Paramagnetic shift, (531) 520 
Paramyxovirus, (511) 139 
Parasin I, (531) 459 
Parasite, (525) 3 
Parasitic protozoan, (522) 104 
Parathyroid hormone gene, (529) 60 
Parathyroid hormone-related protein, (527) 71 
cis-Parinaric acid, (520) 81 
Parkinson's disease, (510) 216; (515) 99; (517) 239; (521) 190; (522) 9 
Parsley (Petroselinum crispurn), (520) 53 
Partially folded intermediate, (514) 181; (515)79; (517)239 
Patch-catch, (512) 152 
Patch-clamp, (511)28; (512) 152; (523) 193; (525)71 
80 
Patch clamping, (512) 199 
Paternal genome, (519) 128 
Pathogen, (522) 52 
Pathogenesis, (529) 17 
Pattern formation, (517) 87 
Pattern recognition, (520) 1 
Paxillin binding, (513) 98 
PBT-3, (515) 58 
PC12 cell, (522) 65; (523) 35 
PC12D cells, (530) 94 
PC3 cell, (517) 151 
PC7, (524) 43 
Pcl, (523) 143 
PDE4, (512) 205 
PDGF, (526) 82 
PDGF [3-receptor, (517) 27 
PDH, (529) 173 
PDMP, (525) 59 
PDZ, (529) 168; (53l) 529 
PDZinteraction, (521) 185 
PEACH, (521) 133 
PECAM-1, (531) 103 
Pectin, (522) 109; (530) 41 
Pectin methylesterase, (514) 243 
D-Penicillamine, (516) 43 
Pentoxyresorufin, (512) 121 
Peptide, (519) 103; (523)48; (523)247; (529) 193 
~-K peptide, (527) 298 
Peptide analogues, (527) 95 ' 
Peptide antibiotic, (512) 47 
Peptide aptamer, (523) 35 
Peptide display, (516) 80 
Peptide dynamics, (516) 75 
Peptide function, (532) 387 
Peptide library, (518) 124 
Peptide ligand, (527) 27 
Peptide motif, (513) 141 
Peptide phosphorylation, (523) 48 
Peptide precursor, (511) 127 
Peptide protein affinity, (511) 33 
Peptide repertoire, (513) 38 
Peptide repertoires, (513) 135 
Peptide toxin, (523) 219 
Peptide unfolding, (523) 152 
Peptide YY, (518) 5 
Peptidoglycan, (516) 161 
Peptidyl dipeptidase A, (522) 77 
Peptidyl transferase, (514) 90 
Perifusion, (510) 225 
Peripheral blood, (527) 211 
Peripheral effect, (528) 40 
Peripherin, (523) 68 
Periplasm, (528) 193 
Permanent dipole, (527) 171 
Permeability ransition, (522) 168 
Permeability ransition pore, (510) 62; (529) 351 
Permeabilized cell, (525) 126 
Permease, (517) 103 
Peropsin, (531) 525 
Peroxidase, (528)90; (529) 198 
Peroxide, (518) 29; (527) 289 
Peroxiredoxin 5, (531) 359 
Peroxisome proliferator-activated r ceptor, (510) 94; (518) 67 
Peroxisome proliferator-activated receptor ~/, (519) 108; (520) 58; (520) 
177 
Peroxygenase, (528) 90 
Peroxynitrite, (512) 218; (531) 329 
Petal, (515)35; (523) 113 
PEVK, (532) 273 
Pf3 coat protein, (512) 341 
PH domain, (513) 71 
pH regulation, (519) 99; (527) 245 
Phaeodactylum tricornutum, (523) 163 
Phage-displayed peptide library, (510) 206 
Phage-shock response, (518) 173 
Phagocytosis, (513) 184; (524) 25 
Phanerochaete chrysosporium, (518) 29 
Phaseolus vulgaris, (530) 163 
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pH-dependent conformational change, (531) 314 
Phenobarbital, (512) 121 
Phenotype, (521) 115 
Phenylalanine ammonia lyase, (512) 240 
Phenylazophenylalanine, (510) 10 
Pheromone, (528) 23 
Pho84, (526) 31 
PH085, (515) 104 
PhoA, (525) 65 
PHO gene, (526) 31 
Phoneutria nigriventer, (523) 219 
Phorbol ester, (530) 31 
Phosphatase, (528) 145 
Phosphate, (529) 60; (530) 24 
Phosphate transporter, (526) 31 
Phosphatidic acid, (531) 65 
Phosphatidylcholine, (515) 29; (528) 230; (531) 69 
Phosphatidylcholine biosynthesis, (513) 197 
Phosphatidylcholine synthesis, (530) 89 
Phosphatidylcholine turnover, (525) 29 
Phosphatidylethanolamine ethyltransferase, (513) 197 
Phosphatidylinositol, (531) 69 
Phosphatidylinositol 3-kinase, (512) 157; (513)77; (514)361; (524) 
149; (524) 193; (528) 101;(531)74 
Phosphatidylinositol 4-phosphate 5-kinase, (531) 62 
Phosphatidylinositol 4,5-bisphosphate, (522) 119; (531) 62 
Phosphatidylinositols, (519) 227 
Phosphatidylserine, (513) 184; (514) 199; (519) 153; (520) 68 
Phosphatidylserine externalization, (524) 25 
Phosphatidylserine peroxidation, (524) 25 
Phosphoarginine, (526) 111 
Phosphodiesterase-4, (530) 53 
Phosphoenolpyruvate carboxykinase, (517) 1 
Phosphoenolpyruvate carboxylase, (524) 11 
6-Phosphogluconate, (517) 257 
Phosphoglucose i omerase, (525) 151 
Phosphoglycerate mutase, (517) 190 
Phosphoinositide, (513)71; (513)77; (531)74; (532) 177 
Phosphoinositide 3-kinase, (512) 107; (515) 137 
Phosphoinositide 3-kinase C213, (529) 268 
Phospholipase, (512) 329; (520) 111; (531) 2; (531) 38 
Phospholipase A2, (511) 123; (531) 23 
Phospholipase A2, (527) 263; (531) 12 
Phospholipase C, (513) 179; (515) 159; (523)224; (53,1)28; (531)74 
Phospholipase C-~2, (514) 260; (532) 57 
Phospholipase D, (515) 39; (519) 45; (521) 200; (531) 58; (531) 62; 
(531) 65 
Phospholipid, (511) 150; (515) 127 
Phospholipid asymmetry, (513) 184 
Phospholipid-coated bead, (519) 221 
Phospholipid membrane, (512) 47 
Phospholipid methyltransferase, (513) 197 
Phospholipid scramblase, (519) 153 
Phosphomannose i omerase/GDP-D-mannose pyrophosphorylase, 
(519) 87 
9-(8-Phosphonooctyl)-7-deazaxanthine, (510) 83
Phospho-peptide, (517) 27 
Phosphoribosyltransferase, (521) 72 
Phosphorylation, (511) 139; (512) 101; (512) 205; (513) 58; (513) 305; 
(514) 263; (515) 84; (516) 58; (519) 93; (519) 231; (523) 247; (525) 
164; (527) 105; (528) 241; (530) 209; (531) 179; (531) 397; (531) 548; 
(532) 52; (532) 363 
Phosphorylation-dependent binding, (513) 2 
Phosphoserine, (513) 53 
Phosphothreonine, (513) 53 
Phosphotransferase system, (511) 97 
Phosphotyrosine binding domain, (513) 67 
Photoactive yellow protein, (512) 240 1 
Photoaffinity labeling, (510) 181; (514)60; (526)63; (5~2) 177 
Photocrosslinking, (514) 96; (520) 156 
Photodynamic diagnosis, (523) 128 
Photodynamic therapy, (512) 287 
photoinhibition, (516) 167 
Photo-oxidation, (527) 289 
Photoswitching, (510) 10 
Photosynthesis, (510) 105; (510) 145; (512) 116; (512) 145; (514) 149; 
(520) 73; (523) 95; (527) 33; (527) 171; (529) 34; (530) 117; (530) 153 
Photosynthesis response r gulation, (518) 10 
Volumes 510-532 (2002) 81 
Photosynthetic electron transport, (519) 99 
Photosynthetic system, (511) 69 
Photosystem I, (510) 145; (517)50; (525) 121; (528)235; (529)34; 
(530) 153 
Photosystem II, (512) 13; (516) 156; (516) 167; (523) 138; (532) 85; 
(532) 407 
Photosystem II dimer, (513) 217 
Photosystem I-O, (510) 145 
Phylogenetic analysis, (510) 171; (517) 19 
Phylogenetic tree, (531) 525 
Phylogeny, (532) 121 
Physiological variation, (530) 191 
Phytanic acid, (517) 83 
Phytochemical, (524) 6 
Phytol, (517) 83 
Phytosphingosine, (532) 97 
Picornavirus, (529) 337 
Pimeloyl-coenzyme A, (513) 299 
Pinl, (513) 305 
Pin2/TRF1, (514) 193 
Pineal gland, (513) 169 
Pioglitazone, (520) 177 
PIP2, (529) 356 
Pistil-specific gene, (514) 229 
Pituitary, (516) 201 ; (526) 26 
Pituitary ~idenylate cyclase-activating polypeptide, (522) 65 
Pituitary gland, (510) 22 
Pituitary secretory granule, (515) 84 
PKA, (512) 205 
Placentation, (532) 283 
Planar lipid bilayer, (511) 90 
Plant, (514) 305; (531) 561; (532) 111; (532) 367 
Plant enzyme, (514) 243 
Plant hormone, (527) 315 
Plant mitochondrion, (532) 70 
Plants, (516) 164 
Plasma lipoprotein, (518) 72 
Plasma membrane, (526) 31 
Plasma membrane H + ATPase, (512) 152 
Plasma membrane integral protein, (531) 443 
Plasmin, (531) 309 
Plasminogen, (517) 72; (521) 91 
Plasminogen activator inhibitor-l, (521) 91 ; (526) 115 
Plasmodium, (513) 159 
Plasmodiumfalciparum, (515) 71; (521) 72; (522) 3; (527) 95 
Plastid, (515) 71 ; (517) 110 
Plastid RNA polymerase, (514) 300 
Plastid targeting, (514) 343 
Plastocyanin, (517) 50 
Plastoquinol xidation, (519) 99 
Plastoquinone, (511) 1; (519)82; (523) 177 
Platelet, (510) 175; (511) 59; (531)475 
Platelet aggregation, (512) 111 ; (519) 8 
Platelet-derived growth factor, (521) 180 
Platelet microparticle, (525) 29 
Platypus venom, (524) 172 
PLC1, (520) 133 
Pleckstrin homology domain, (531)28 
Plexin, (529) 168 
P-loop, (517) 1 
PLP-independent, (528) 114 
Pluripotency, (529) 135 
Plutella xylostella, (519) 215 
PnTx2-6, (523) 219 
Poa, (529) 126 
Point mutation, (512) 43 
Polarography, (532) 333 
Pollen, (512) 152 
Pollenin, (517) 13 
Poly(L-alanine), (529) 188 
Polyamine, (527) L76; (527) 223 
Polycation, (526) 77 
Polyene antibiotic, (524) 92 
Poly(ethylene glycol), (532) 338 
Polygalacturonase, (522) 109 
Polyglutamine, (513) 267 
Polyhydroxybutyrate, (527) 319 
Polyketide, (517) 87 
Polymerisation, (529) 275 
Polymorphism, (522)52; (527)27; (531) 127 
Polypeptide N-acetylgalactosaminyltransferase, (531) 115 
Polypeptide r lease factor, (514) 30 
Polyphosphate, (523) 207 
Polyphosphoinositide turnover, (520) 133 
Polysaccharide synthases, (528) 5 
Polyunsaturated fatty acids (PUFAs), (510) 159 
Pore forming, (512) 249 
Porin, (520) 1 
Porphyra yezoensis, (531) 543 
Positive selection, (510) 171 
Postia placenta, (531) 483 
Postreplication repair, (520) 88 
Post-translational modification, (524) 172; (527)91; (530) 169 
Post-translational regulation, (510) 121 
Potassium, (528) 183 
Potassium channel, (511) 51 ; (514) 204; (524) 204; (527) 91 ; (531) 250; 
(531) 529 
Poxvirus zinc finger, (516) 20 
PPI, (516) 265 
PPZA, (516) 265 
PP2C, (516) 265 
PPARq,, (525) 43 
PPIase, (513) 305 
PpiB, (524) 159 
precursor processing, (522) 141 
Precursor protein, (524) 43; (529) 215 
Prediction, (532) 415 
Prediction of membrane porin, (520) 1 
Preeclampsia, (532) 283 
pregnancy, (530) 17 
Preimplantation embryo, (526) 119 
Prekallikrein, (523) 167 
pre-mRNA splicing, (510) 27; (531) 109 
Pre-pore, (513) 242 
Presenilin, (520) 117 
Primary T celt, (532) 319 
Priming, (518) 48; (520) 53 
Principal component analysis, (522) 24 
Priori, (529) 17; (529) 256; (530) 85; (532) 21 
Prion protein, (511) 118; (512) 38; (514) 159 
Prion protein-106-126, (522) 65 
Processing, (514) 175 
3' Processing, (529) 225 
cO(I) Procollagen, (528) 133 
Procollagenase-3, (532) 127 
Pro-drug, (531) 23 
Pro-enhancer, (531) 23 
Profilin :actin, (522) 119 
Profilin mutants, (522) 119 
Progastrin, (510) 89 
Progelatinase A, (532) 127 
Progesterone, (524) 97 
Progesterone r ceptor [3, (510) 77 
Progestogen, (510) 77 
Programmed cell death, (510) 136; (512)25; (515)75; (532) 111 
Programmed death, (528) 23 
Prohormone convertase, (510) 89 
Prohormone processing, (510) 89 
Prolactin, (515) 84; (521) 43 
Proliferation, (522)99; (522) 156; (527)205; (531)278; (532) 153 
Proline, (510) 31 
Proline-rich binding domains, (513) 30 
Proline-rich sequence r cognition, (513) 45 
Prolyl cis-trans isomerase, (524) 159 
Prolyl endopeptidase, (512) 163 
Prolyl endopeptidase inhibitor, (512) 163 
Prolyl-4-hydroxylase, (515) 114 
Prolylcarboxypeptidase, (523) 167 
Prolyl-tRNA synthetase, (514) 34 
Promoter, (512)223; (517)272; (520)40; (524) 69; (531) 127; (531)505 
Promoter activity, (524) 116 
Promoter structure, (531) 304 
Pro-ocytocin/neurophysin peptide substrate, (516) 75 
Proopiomelanocortin, (516) 201 
Pro-oxidant, (512) 218; (520) 30 
Propeptide cleavage, (532) 401 
82 
Propionigenium modestum, (525) 156 
Propranolol, (519)45 
Prosequence, (531) 265 
Prostaglandin E2, (518) 154 
Prostate apoptosis re ponse-4, (510) 57 
Prostate cancer, (531) 141 
Protease, (517) 219; (529) 6 
Protease-activated r ceptor-2, (523) 85 
Protease inhibitor, (532) 423 
Protease Lon, (526) 66 
Protease sensitivity, (531) 309 
Proteasome, (515) 8; (522) 93; (526) 101 ; (527) 58; (532) 441 
26S Proteasome, (527) 15 
Protective antigen, (531) 384 
Protein, (521) 165; (527) 234 
14-3-3 Protein, (528) 267 
Protein acetylation, (530) 139 
Protein aggregation, (517) 37; (529) 298; (532) 253 
Protein assembly, (529) 39 
Protein binding, (527) 166 
Protein carbonyl, (532) 80 
Protein complex, (511) 33; (516) 164 
Protein degradation, (517) 45; (531) 162 
Protein disulfide isomerase, (521) 77; (522) 104 
Protein domain, (513) 129; (532) 427 
Protein domain, specificity and recognition, (513) 141 
Protein dynamics, (517) 172 
Protein engineering, (511) 159; (517) 175 
Protein evolution, (527) 1 
Protein expression, (518) 111 ; (529) 208; (531) 152 
Protein families, (514) 129 
Protein film, (524) 107 
Protein fold, (528) 189 
Protein folding, (514) 18 l ; (514) 269; (514) 295; (515) 79; (521) 77; 
(525) 13; (527) 86; (528) 161; (529) 11; (529) 298; (530) 1 3;(531) 
209; (531) 259; (532) 253
Protein import, (529) 215 
Protein inhibitor, (519) 66 
Protein inhibitor of activated STAT3, (526) 142; (530) 204 
Protein interaction, (513) 38; (513) 135; (519) 16  
Protein kinase, (510)31; (514)26; (515)84; (520) 156; (523)48; (524) 
31; (531) 7 
Protein kinase A, (521) 157; (524) 103; (524) 193 
Protein kinase B, (510) 149; (531) 324 
Protein kinase C, (515) 127; (515) 159; (517) 201 ; (517) 206; (519) 8; 
(523) 90; (524) 103; (524) 149; (527) 109; (531) 58; (532) 324 
Protein kinase C isotype, (521) 205 
Protein kinase C8, (516) 265 
Protein kinase CK2, (528) 145 
Protein kinase C~, (510) 57; (514) 361 
Protein kinase domain, (531) 363 
Protein kinase inhibitor, (519) 135; (531) 89 
Protei~lipid interaction, (525) 33 
Protein modification, (527) 319 
Protein module, (513) 38; (513) 135 
Protein nitration, (511) 59 
Protein oxidation, (510)41; (527)289; (532) 103 
Protein phosphatase, (516) 265; (528) 267 
Protein phosphatase 1, (527) 101 
Protein phosphatase 2A, (528)-139 
Protein phosphatase 2A methylation, (518) 1 
Protein phosphorylation, (514) 26; (521) 9; (528) 145 
Protein protein interaction, (513) 2; (513) 58; (513) 141; (514) 184; 
(522) 173; (527) 63; (527) 143; (529) 293; (531) 245; (532) 241; (532) 
357 
Protein quaternary structure, (516) 239 
Protein repeat, (527) 114 
Protein-RNA binding, (529) 60 
Protein secondary structure, (510) 13 
Protein stability, (520) 73; (531) 259 
Protein structure, (517)55; (517) 139; (527) 1; (527)27; (531)363 
Protein structure similarity, (517) 1 
Protein synthesis, (514) 49; (514) 60; (531) 448 
Protein targeting, (514) 347; (516) 213 
Protein trafficking, (518) 101 
Protein transduction domain, (532) 36 
Protein translocation, (510) 17; (512) 13; (527) 159 
Protein tyrosine phosphatase, (517) 27; (532) 61 
Volumes 510-532 (2002) 
Protein tyrosine phosphatase inhibitor, (524) 54 
Protein unfolding, (513) 259 
Proteinase inhibition, (523) 2 
Proteins L1, L27, L33, (514) 60 
Proteoliposome, (528) 193 
Proteolysis, (516) 129; (521) 9; (523) 58; (529) 22 
Proteolytic leavage, (524) 43 
Proteolytic leavage kinetics, (516) 75 
Proteome, (528) 217 
Proteomics, (513) 141; (520)97; (528) 197; (529) 173; (531)499 
Protochlorophyllide, (532) 27 
Proton, (527) 125 
Proton channels, (522) 14 
Proton motive force, (510) 105 
Proton pump, (524) 37 
Proton translocation, (522) 14 
Protoxin activation, (513) 242 
PrP, (530) 85 
PrrC, (518) 10 
psaO, (510) 145 
psbA gene, (516) 167 
psbD, (516) 225 
psbO, (523) 138 
psb02, (523) 138 
PsbS, (513) 217 
PsbW, (513) 217 
PSD-95, (521) 185 
PSD95, (531) 529 
Pseudomonas, (519) 117; (523)23 
PSI-BLAST, (519) 178 
Psoralen, (522) 168 
Psoriasis, (521) 67 
PspE, (518) 173 
PTEN, (528) 145 
Puberty, (510) 22 
Pulmonary artery, (522) 125 
Purification, (532) 177 
Purine degradation, (512) 323 
Purinergic, (531) 299 
Purinergic PI receptor, (532) 267 
Purinergic receptor, (523) 147 
Purple photosynthetic bacterium, (516)40 
PutP, (529) 73 
Pyk2/RAFTK, (521) 190 
Pyoverdine, (523) 23 
PYPAF5, (530) 73 
Pyrazolynate, (516) 156 
Pyrimidine biosynthesis, (5ll) 6; (514) 323 
Pyrimidine de novo metabolism, (527) 229 
Pyrimidine nucleoside phosphorylase, (523) 239 
Pyrimidine salvage metabolism, (527) 229 
Pyrimidines, (529) 346 
PYRIN-containing Apaf-l-like protein, (530) 73 
Pyrococcus, (531) 335 
Pyrophosphatase, (512) 8 
Pyrrolidine dithiocarbamate, (532) 80; (532) 289 
Pyrrolo-l,5-benzoxazepine, (515) 66 
Pyruvate dehydrogenase, (517) 110 
Pyruvate dehydrogenase multienzyme complex, (522) 173 
Pyruvate kinase, (514) 255 
6-Pyruvoyltetrahydropterin synthase, (523) 234 
Q 
Quality control, (512) 213 
Quantification, (529) 173 
Quantitation, (515) 171 
Quantitative polymerase chain reaction, (522) 71 
Quantitative trait locus, (529) 131 
Quaternary structure, (518) 139 
Quenching, (516) 75 
Quercetin, (520) 30 
Volumes 510-532 (2002) 83 
Quinidine, (514) 204 
Quinone/quinone m thide, (520) 30 
Quinones, (529) 346 
Quinoprotein, (517) 172 
R 
Rab, (515) 89 
rabll, (531) 513 
Rab27a, (517) 233 
Rab3, (525) 126 
Rab effector, (517) 233 
Racl, (514) 260; (515) 141; (518) 129; (527) 284; (531) 62; (532) 351 
Rad50, (516) 164 
Radioligand binding, (524) 188 
Radiolysis, (532) 203 
Radiosensitivity, (519) 195 
Raf, (510) 149; (513) 53; (531)475 
Raf-1, (521) 157 
Raft, (523) 79; (528) 35; (530) 85; (531) 47 
Raft property, (531) 33 
Rana catesbeiana ribonuclease, (531) 421 
Rapid delayed rectifier, (512) 59 
Rarl, (529) 162 
Rare codon, (512) 209 
Ras, (515) 141; (518) 154 
Rat, (512) 255; (528) 272 
Rat chondrocyte, (510) 166 
Rat heart, (531) 432 
Rat liver mitochondrion, (512) 1 
Rate-determining steps, (521) 77 
Rational design, (526) 43 
RB, (526) 119 
Reaction center, (510) 105; (527) 171; (530) 117; (530) 153; (532)91 
Reaction intermediates, (532) 203 
Reaction mechanism, (519) 181 
Reactive oxygen species, (510) 62; (511) 21 ; (512) 33; (512) 313; (516) 
15; (518) 29; (519) 77; (519) 195; (526) 101 ; (527) 91 ; (531) 359; (532) 
203; (532) 256 
Real-time PCR, (517) 79 
Real-time polymerase chain reaction, (522) 71 
Receptor, (515) 119; (515) 146; (516) 124; (519)215; (528) 109; (530) 
244 
Receptor activity-modifying protein, (519) 113; (531) 464 
Receptor binding, (513) 242 
Receptor desensitisation, (518) 195 
Receptor for advanced glycation end product, (511) 170 
Recepto~G,~ coupling, (522) 130 
Receptor phosphorylation, (521) 140 
Receptor tyrosine kinase, (515) 1 ; (529) 110 
Recessive mutation, (531) 553 
Recombinant, (529) 346 
Recombinant collagen, (515) 114 
Recombinant fusion protein, (514) 355 
Recombinant major house dust mite group 1 allergen, (531) 265 
Recombinant protein expression, (532) 143 
Recombinase, (529) 116 
Recombination, (516) 164 
Reconstituted chromatin, (527) 105 
RecQ, (521) 170 
RecQ helicases, (529) 43 
Rectifying channel, (515) 155 
Recycling, (532) 363 
Red blood cell, (517) 41 
Red fluorescent protein, (525) 13; (527) 153 
Redox, (526) 106 
Redox-Bohr effect, (532) 261 
Redox equilibrium, (510) 67 
Redox potential, (527) 171 ; (532) 333 
Redox protein, (529) 208 
Redox regulation, (511) 145; (519) 41; (530) 79 
Reductase, (531) 489 
Refolding, (528) 70 
Reg, (530) 59 
Regulated secretion, (512) 259 
Regulated upon activation normal T cell expressed and secreted, (511) 
41 
Regulation, (517)201; (519)201; (528)241; (532) 159; (532)319 
Regulator of chromosome condensation 1, (517) 167 
Regulatory volume decrease, (512) 52 
Relaxation, (516) 93 
RelB, (519) 191; (532) 45 
RelE, (519) 191 
Release factor 1, (514) 90 
Reliability, (532) 415 
Remodeling, (524) 123 
Renal injury, (510) 221 
Repeat peptide, (512) 38 
Replication, (516) 179 
Replication checkpoint, (524) 79 
Replicative senescence, (531) 499 
Reporter gene, (532) 267 
Reproduction, (531)407 
Residual dipolar coupling, (528) 189 
Resistance pump, (529) 86 
Resistin, (526) 26; (530) 158; (532) 345 
Resorufin, (512) 121 
Respiration, (52i) 53; (522) 6; (532)256 
Respiratory epithelium, (532) 237 
Respiratory mutant, (515) 104 
Respiratory nitrite ammonification, (522) 83 
Restenosis, (531) 122 
Restricted feeding, (526) 115 
Restriction endonuclease Ec118ki, (518) 17 
Restriction enzyme, (530) 143 
Resveratrol, (521) 47; (532) 289 
RETproto-oncogene, (523) 123 
Retention motif, (532) 363 
Retina, (513) 169; (519) 185 
Retinal, (531) 525 
Retinal pigment epithelium, (528) 217 
Retinaldehyde, (531)489 
Retinitis pigmentosa, (528) 17 
Retinoblastoma, (515) 51 
Retinoic acid, (526) 63; (527) 229; (532) 153 
Retinoid X receptor, (532) 373 
Retrovirus, (529) 337 
Reverse transcriptase polymerase chain reaction, (514) 229 
Reverse transcription polymerase chain reaction, (515) 71 ; (526) 26 
RFamide-related peptide, (512) 255 
RGD peptide, (512) 111 
RGD sequence, (523) 63 
Rhamnose-glucose polysaccharide, (532) 159 
Rheumatoid arthritis, (517) 121; (524)6 
Rho, (529) 168; (531) 58; (531) 565 
Rho family, (518) 129 
Rho GTPase, (523) 35; (528) 27 
Rho GTPase activating protein, (528) 27 
Rho kinase, (515) 127; (524) 149; (527) 101 
RhoA, (525) 100; (532)445 
Rhodanese, (518) 173; (532) 427 
Rhodobacter capsulatus, (512) 240 
Rhodopsin, (528) 17; (528) 227 
RhoE, (525) 100 
Ribonuclease A, (521) 77 
Ribosomal protein S1, (525) 88 
Ribosomal translocation, (514) 2 
Ribosome, (514) 11; (514) 55; (514) 67; (514) 70; (514)90; (516) 213; 
(523) 182; (525) 88; (525) 111; (527) 234 
Ribosome display, (514) 106 
Ribosome inactivating protein, (516) 27; (531) 295 
Ribozyme library, (528) 63 
Ribulose-l,5-bisphosphate c rboxylase/oxygenase, (520) 73; (527) 33 
Rice, (532) 279 
Ricin, (529) 49 
Rieske iron sulfur protein, (519) 99 
Riol kinase signature, (524) 31 
Rit, (511) 15 
4.5S RNA, (514) 44; (514) 70 
RNA aptamer, (514) 90 
84 
RNA binding, (517) 155 
RNA binding protein, (516) 9; (525) 145 
RNA colony, (530) 4 
RNA folding, (530) 4 
RNA interference, (521) 195; (532) 27 
RNA modification, (523) 182 
RNA polymerase, (516) 225 
RNA polymerase II, (513) 305 
RNA polymerase III promoter, (532) 227 
RNA processing, (518) 93 
RNA protein interaction, (523) 73 
RNA recognition motif, (528) 171 
RNA recombination, (530) 4 
RNA retention, (531) 109 
RNA silencing, (532) 75 
RNA stability, (529) 60 
RNA world, (530) 4 
RNAi, (527) 274 
RNase, (516) 208 
RNase E, (529) 225 
RNase 111, (518) 93 
RNase P, (511) 107 
Rnd3, (525) 100 
Ro 31-6045, (519) 135 
ROB01, (523) 12 
Rodent, (519) 23; (529) 131 
ROKa, (532) 445 
Rolipram, (512) 205; (530) 53 
Rolling, (511) 33 
ROSA26, (523) 68 
Rosa chinensis, (515) 35 
Rosa spp., (523) 113 
Rose, (515)35; (523) 113 
Rosmarinic acid biosynthesis, (514) 219 
Rossmann fold, (517) 267 
Rotational strength, (521) 31 
Roundabout, (523) 12 
Royal jelly, (528) 125 
RPL21 gene, (518) 48 
rRNA, (514) 44 
rRNA processing, (523) 182 
RSC, (531) 215 
rtTA, (517) 115 
Ryanodine, (516) 35 
[3H]Ryanodine binding, (511) 90 
Ryanodine r ceptor, 511)90; (512)67; (515) 155; (516)35 
S 
S1, (516) 245 
S1 subsite, (512) 133 
S1P, (531) 103 
S5a, (522) 93 
10Sa, (514) 74 
Saceharomyces cerevistae, (511)85; (512)213; (513) 193; (516) 119; 
(517) 97; (517) 144; (522) 177; (524) 31; (525) 131; (531) 215; (532) 
324 
Salicylic acid, (520) 53 
Saliva, (517) 67; (518) 116 
Salivary gland, (517) 67 
Salmonella enterica, (521) 105 
Salt bridge, (518) 39 
Salt stress, (531) 157 
Salt tolerance, (532) 279 
Sam68, (525) 145 
Sambucus nigra, (516) 27 
Samia cynthia ricini silk fibroin, (529) 188 
13-Sandwich, (527) 114 
Sarcolemma, (511) 113 
Sarcoplasmic reticulum, (516) 35 
Scaffold, (512) 19; (516) 80 
Scanning force microscopy, (517) 37 
Volumes 510 532 (2002) 
Scavenger receptor, (511) 133; (526)93 
Scent, (515) 35; (523) 113 
Schematic rule, (532) 295 
Schistosoma mansoni, (514) 141 
Schistosome, (519) 205 
Schistosomiasis, (514) 141 
Sciatic nerve, (529) 303 
Sco, (518) 10 
Scorpion, (528) 261 
Scorpion toxin, (510) 45; (532) 121 
Scrambled lysozyme, (511) 73 
SDF-Ia, (514) 209 
SDP1, (527) 186 
Sea anemone toxin, (532) t31 
Secl, (528) 154 
SEC13 gene, (511) 85 
Sec5, (532) 211 
SecA, (510) 17 
SecG, (527) 159 
Secondary protein structure, (522) 77 
Secondary structure, (512) 38; (517) 155; (521) 31 
Secondary structure alignment, (524) 31 
Secondary structure formation, (515) 79 
Secondary transport, (529) 73 
Secophalloidin, (519) 201 
13-Secretase, (524) 183 
T-Secretase, (520) 117 
Secretion, (514) 44 
Secretory protein, (511) 127 
Securin, (527) 303; (528) 246 
SecY, (510) 17; (527) 159 
Selectin, (532) 411 
Selection, (532) 455 
Selective cyclooxygenase-2 inhibitors, (531) 278 
Selective serotonin re-uptake inhibitor, (512) 59 
Selenate reductase, (516) 145 
Selenocysteine, (517) 225 
Selenoprotein W, (517) 225 
SELEX, (528) 12 
Self-assembly, (531) 137 
Self-organization, (510) 5 
Self-renewal, (529) 135 
Semaphorin, (529) 168 
Seminal fluid, (523) 187 
Semliki Forest virus, (521) 62 
Sendai virus, (511) 139; (515) 184 
Sendai virus fusion protein, (513) 153 
Senescence, (515) 35; (516) 71 
Senile cataract, (531 ) 162 
Sensor, (531) 93 
Sensory neuron, (523) 68 
Separase, (528) 246 
Sepiapterin, (523) 234 
Sepsis, (520) 122; (527) 5 
Septation, (511) 85 
Septic shock, (519) 227 
Septin, (519) 169 
Sequence analysis, (513) 129; (519) 178; (532)231 
Sequence clustering, (514) 129 
Sequence motif, (518) 43 
Sequence ofexon deletions, (516) 133 
Serine 262, (523) 247 
Serine autophosphorylation, (532) 357 
Serine protease, (512) 133; (528) 203 
Serine pyruvate aminotransferase, (527) 199 
Serine valine-rich peptide, (528) 125 
Serotonin, (511) 102 
Serpin, (521)91; (522) 147; (523)2 
Serpin mechanism, (523) 2 
Serum deprivation, (526) 21 
Serum response el ment, (531) 565 
Sf9, (532) 143 
Sgslp, (529) 43 
Sgtl, (529) 162 
SH2, (519) 1 
SH2 domains, (513) 2 
SH3, (519) 1 
SH3 domain, (513) 30 
Volumes 510 532 (2002) 85 
SH3 domain of nebulin, (532) 273 
Shc, (513) 67 
Shear stress, (529) 286 
Shedding, (514) 175; (517) 206 
Shewanella, (531) 520 
Shiga toxin, (529) 49 
Shiga toxin-producing Escherichia coli, (524) 219 
Shigella apyrase, (512) 8 
Shigella pathogenesis, (512) 8 
Shock waves, (520) 153 
Shp-2, (529) 361 
SHPS-1, (519) 1 
sHSP20 chaperone, (529) 162 
Siah-1, (512) 223 
Sialic acid, (511) 97; (521) 127 
Sialidosis, (521) 19 
Sialoglycoproteins, (517) 215 
Sialyltransferase, (517) 215 
Sidearm, (531) 397 
Siderophore, (523) 23 
Sig5, (516) 225 
Sigma factor binding protein, (514) 300 
Signal for phasing, (523) 7 
Signal peptidase, (516) 106 
Signal peptide, (516) 106; (523) 12
Signal recognition particle, (514) 44; (514) 70 
Signal sequence contbrmation, (526) 97 
Signal sequence suppression, (510) 17 
Signal transducer, (531) 93 
Signal transducer and activator of transcription, (532) 164 
Signal transducers and activators of transcription 1, (511) 41 ; (520) 145 
Signal transduction, (511) 41; (513) 2; (513) 45; (513) 58; (513) 77; 
(515) 1; (515) 119; (516)63; (518) 195; (519)50; (519) 93; (519) 103; 
(521)39; (521) 170; (524) 123; (528) 12; (528) 101; (53 )88; (531)99; 
(532) 289; (532) 324 
Signaling, (513) 19; (513)24; (513) 147; (513)282; (515) 13; (515)39; 
(516) 253; (527) 58; (527) 186; (528) 3; (531) 565; (532) 67 
Signaling cascade, (531) 65 
Signaling pathway, (521) 180 
Signaling enzymes, (529) 179 
Silencing, (529) 151 
Silkmoth, (524) 59 
Silver inhibition, (531) 443 
Simian vacuolating virus 40 DNA replication, (527) 143 
Simian virus 40 large T antigen, (511) 46 
Simulation, (515) 146 
Sindbis virus, (521) 62 
Single-cell reverse transcription polymerase chain reaction, (512) 152 
Single chain urokinase, (523) 167 
Single molecule, (510) 154; (525) 156 
Single molecule xperiment, (528) 53 
Single-molecule f uorescence r sonance energy transfer, (527) 147 
Single-molecule spectral imaging, (512) 235 
Single nucleotide polymorphism, (527) 181 
Single-pair fluorescence r sonance energy transfer, (512) 235 
Single-wavelength anomalous dispersion, (516) 239 
Singlet oxygen, (523) 128; (527) 289; (532) 407 
Singlet oxygen quencher, (516) 156 
siRNA, (527) 274 
SIRP, (519) 1 
Site 1 protease, (514) 333 
Site-directed mutagenesis, (511) 6; (514) 55; (514) 323; (517) 175; (517) 
267; (518) 5; (520) 8; (524) 15; (530) 220; (531) 152 
Site-directed spin labeling, (519) 16; (529) 243 
Site-specific mutagenesis, (510) 185 
SIVmac239, (519) 173 
Skeletal muscle, (515) 155; (524) 225; (529) 313 
Slslp, (531) 339 
'Slugger' mutant, (527) 37 
Smad, (519) 93; (527) 58
Smad4, (519) 178~; (520) 171 
Small heat-shock protein, (513) 259; (515) 44; (519) 16; (522) 59
Small interfering RNA, (532) 227 
Small ipophilic molecule transport, (521) 57 
Small molecule binding, (510) 154 
Small ubiquitin-related modifier-I ligase, (530) 204 
Small ubiquitin-related modifier-1 modification, (530) 204 
SMIF, (519) 178 
Smooth muscle, (515) 127; (527) 101 
Smooth muscle cell, (511) 36 
Smooth muscle tropomyosin, (520) 35 
SmpB, (514) 74; (514) 78 
Snake venom, (527) 263; (531) 229 
SNAP receptor, (532) 52 
SNARE protein, (512) 275; (528) 154 
SnoN, (527) 58 
snoRNA, (514) 17; (523) 182 
SNP, (516) 253 
SOl--bound form, (527) 33 
Sod2, (532) 103 
Sodium, (527) 125 
Sodium channel, (511 ) 159; (523) 219 
Sodium dodecyl sulfate, (517) 139; (529) 193 
Sodium/proton antiporter, (532) 279 
Sodium pump, (532) 198 
Sodium/solute symport, (529) 73 
Sodium transport, (531) 157 
Solid state, (518) 111; (523) 207 
Solution structure, (510) 185; (518) 33
Solution structure determination, (524) 177 
Solvent accessibility, (526) 129 
Solvent environment, (529) 298 
Somatic hypermutation, (518) 119 
Somatostatin, (516) 124; (531) 437 
Sonicated small unilamellar vesicle, (516) 109 
SorLA, (511) 155 
Sortilin, (511) 155 
Sorting, (529) 54 
Sorting adaptor, (511) 155 
Spl, (512) 223 
SPCI, (527) 309 
Specific binding, (517) 41 
Specific inhibition, (529) 203 
Specificity, (514) 141 
Spectrin, (513)98; (513) 119 
Spectrin repeat, (513) 119; (525) 135 
Speract, (525) 20 
Sperm, (525) 20 
Sperm maturation, (510) 77 
Spermatogenesis, (521) 43 
Spermatogonial stern cell, (524) 111 
Spermatozoon, (530) 79 
Spermiation, (510) 77 
Spermidine synthase, (527) 176 
Spermine, (530) 143 
Spermiogenesis, (514) 111 
Sphingolipid, (523) 79; (525) 59; (529) 4; (532) 97 
Sphingomyelin, (525) 141 ; (528) 230 
Sphingomyelinase, (526) 15; (531) 38; (531)47 
Sphingomyelinase membrane interaction, (531) 38 
Sphingosine, (524) 103; (531)99 
Sphingosine-l-phosphate, (521) 200; (531) 54; (531) 99; (532) 97 
Sphingosine kinase, (531) 54; (532) 97
Spider toxin, (523) 219 
Spinach seeds, (518) 48 
Spindle, (520) 171 
Spindle tree, (530) 181 
Spirin, (514) 11 
Spiroiminodihydantoin, (516) 67 
Splice targeted primer approach, (516) 133 
Splice variant, (516)270; (519) 185 
Splicing, (528) 171 
Split-ubiquitin, (531) 259 
Sporuiation, (523) 143 
Src, (520) 156; (525) 53; (526) 82 
Src homology 3domain, (519) 50 
Src homology region 3 domain, (514) 295; (527) 86 
Src kinase, (527) 284 
SsrA, (514) 74; (516) 245 
SSRI, (512) 59 
Stability, (518) 39; (528) 257 
Stable isotope, (514) 37 
Stable isotope labeling, (524) 177 
Staphylococcus, (518) 107 
Staphylococcus aureus, (517) 72 
Staphylokinase, (517) 72 
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STAT3, (528) 43; (529) 361 
Stat5a, (532) 247 
STAT6, (518) 53; (532) 188 
State transition, (519) 82; (525) 121 ; (529) 34 
Stathmin family, (529) 341 
Statin, (510) 141; (525) 169 
Stationary phase, (520) 63 
Staurosporine, (524) 25 
Stealth liposome, (531) 23 
Stem cell, (530) 239 
Sterol, (510) 181; (518) 88; (521) 57 
Stoichiometry, (529) 93 
Stop codon, (514) 30; (517) 211 
Stopped flow kinetics, (530) 133 
Stopped flow technique, (520) 25 
Streptavidin, (516) 197 
Streptococcus mutans, (532) 159 
Stress, (531) 499 
Stress-activated proteinkinase, (515) 151 
Stress-activated protein kinase/c-Jun N-terminal kinase, (531) 141 
Stress-induced apoptosis, (517) 133 
Stress-induced protein, (515) 44 
Stress response, (527) 186 
Striated muscle, (521) 100 
Structural comparison, (513) 30 
Structural propensity, (529) 256 
Structure, (510) 1 ; (513) 267 
Structure competition, (526) 77 
Structure-function a alysis, (513) 147; (515) 13
Structure function relationship, (513) 277 
Structure prediction, (510) 13 
Stylet secretion, (522) 109 
Subapical compartment, (529) 54 
Subcellular localization, (516) 145; (517) 133 
Subfamily, (523) 103 
Substantia nigra, (510) 216 
Substrate binding, (514) 281 
Substrate-gated ransport protein, (529) 78 
Substrate recognition, (530) 24 
Substrate specificity, (512) 133; (517)27; (528) 130 
Subtilase, (530) 163 
Subtilisin kexin isozyme 1, (514) 333 
Subtraction method, (519) 108 
Subtype, (515) 119 
Subunit, (512) 180 
~28 Subunit, (528) 177 
[3 Subunit, (524) 97 
Subunit assembly, (512) 227 
Subunit c, (515) 189 
Subunit interaction, (521) 72 
Sucl-associated nenrotrophic factor target, (513) 67 
Succinate carrier, (516) 15 
Succinic semialdehyde, (523) 213 
Sucrose, (527) 67 
Sucrose metabolism, (513) 175 
Sucrose-phosphate phosphatase, (517) 19 
Sucrose-phosphate synthase, (517) 19 
Sucrose synthase, (513) 175; (517) 19
sufoperon, (514) 225 
Sugar transport, (528) 53 
Sulfate, (530) 24 
Sulfolobales, (531) 273 
SulJolobus olfataricus, (510) 27 
Sulfi)lobus tokodaii, (510) 27 
Sulfur donor, (532) 465 
Sulfurtransferase, (532) 427 
SUMO conjugation, (528) 207 
Superfamily, (516) 253 
4/7 Superfamily, (523) 103 
SUPERMAN, (514) 351 
Superoxide, (518) 29; (518) 107 
Superoxide dismutase, (519) 77 
S uperoxide radical, (510) 41 ~ (532) 193 
Support vector machine, (52l) 109 
Suppression, (517) 211 
Suppressor, (532) 75 
Surface camouflaging, (532) 338 
Surface plasmon resonance, (511) 33; (519) 147; (527)22; (531) 184 
Sweet protein, (526) 1 
Sweet receptor, (526) 1 
Sweetener, (526) 1 
Swelling-activated chloride current, (521) 152 
SWI/SNF, (520) 127 
Syk tyrosine kinase, (523) 48 
Synapsis, (513) 273 
Synaptic transmission, (529) 93 
Synaptosome-associated protein of 25 kDa, (532) 52 
Synaptotagmin, (516) 93; (527) 22 
Synechococcus sp., (512) 71 
Synechoeystis, (511) 1; (523) 177 
Synechocystis sp.PCC6803, (528) 235 
Synoviocyte, (517) 121 
Syntaxin 4, (528) 154; (531) 5 3 
Synthase, (525) 59 
Synthetic oligonucleotide duplex, (521) 195 
Synthetic peptide, (530) 48 
Synthetic protein, (529) 243 
c~-Synuclein, (515)99; (517)239; (521) 190; (522)9 
Synucleinopathy, (522) 9 
Systemic acquired resistance, (520) 53 
T 
TACE-cat, (520) 102 
TACE-long, (520) 102 
Tag-peptide, (516) 245 
Tail-anchor, (516) 106 
Tandem codon, (514) 84 
Tapetum, (517) 13 
Target gene, (524) 163 
Target recognition, (513)38; (513) 135 
Targeted cytosolic delivery, (515) 184 
Targeted rug delivery, (513) 163 
Targeting, (511) 51 
Targeting demethylation, (527) 63 
tat protein, (516) 43 
Tat system, (525) 65 
TatC, (525) 65 
Tau, (512) 101; (514)263; (523)247; (530)209; (531)538 
Tau phosphorylation, (518) 1 
Tau protein, (515) 151; (516) 151 
Tau protein kinase II, (514) 263 
Tauopathy, (515) 151; (531) 538 
Taurine, (517) 92 
Tax oncoprotein, (531) 494 
Taxifolin, (520) 145 
T-cell, (512) 163; (515) 146; (522) 183 
T-cell receptor, (525) 53 
T-Coffee, (529) 126 
T-DNAinsertion, (531) 157 
Tec, (527) 274 
Telomerase, (520) 40; (523) 157; (527) 10
Telomerase r verse transcriptase, (520) 40 
Telomere, (514) 193; (516)71; (523) 157; (527) 10
Temperature, (512) 303; (531) 561 
Teratoma, (529) 135 
Termination signal, (514) 84 
Ternary complex, (510) 57 
Terpene, (527) 315 
Testosterone, (530) 129 
Tet-On, (517) 115 
Tetraheme cytochrome, (532) 333 
Tetrahydrobiopterin, (523) 234 
Tetrahydromethanopterin, (523) 133 
Tetramerization, (520) 77 
Tetraspanin, (516) 139 
TGF-~, (528) 133 
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Thl/Th2 cells, (519) 23 
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Thapsigargin, (514) 122; (516) 101 
Thermal denaturation, (511) 73; (531) 209 
Thermal hysteresis, (529) 261 
Thermal ratchet mechanism, (514) 2 
Thermal stability, (513)213; (522) 135; (530)249 
Thermoeoccuskodakaraensis, (531) 204 
Thermodynamic control, (528) 161 
Thermodynamic coupling, (523) 2 
Thermogenesis, (515) 109; (529) 313; (530) 37 
Thermolysin, (519) 181 
Thermophile, (531) 335 
Thermophilic, (523) 99; (532) 231 
Thermostability, (525) 33; (532) 31 
Thermotoga maritima, (514)225; (517) 159; (517)267 
Thermus, (523) 99 
Thermus thermophilus, (512) 269; (522) 35; (525) 88 
Thiazolidinedione, (514) 315; (532) 345 
Tbioesterase, (516) 161; (528) 203 
Thiol, (517) 229 
Thiol-disulphide interchange, (510) 67 
Thiolsubtilisin, (517) 24 
Thioredoxin, (511) 145; (530) 79
Thiosulfate, (532) 427 
THP-1 cell, (520) 177 
Three-dimensional electron microscopy, (529) 65 
Three-dimensional model, (531) 229 
Three-dimensional reconstruction, (512) 298 
Three-dimensional structure, (513) 67; (524) 15; (527) 263 
Three-hybrid system, (523) 73 
Thrombin, (522) 147 
Thylakoid, (532) 193 
Thymidine phosphorylase, (510) 83 
13-Thymosin, (513) 92 
Thyroid hormone, (514)309; (532) 12 
Thyroid-stimulating hormone receptor, (517) 195 
T1F2, (526) 142 
TIM-barrel, (510) 133 
TIMP-2 null mouse, (532) 127 
TIR domain-containing adapter protein, (517) 251 
Tissue inhibitor of metalloproteinase-2, (532) 127 
Tissue inhibitor ofmetalloproteinases, (524) 154; (529) 281 ; (531) 122 
TLS, (531) 109 
T-Lymphocyte, (519) 50; (526) 93
tmRNA, (514) 55; (514) 74; (514) 78 
TNF-a, (528) 133 
TNF-related apoptosis-inducing ligand, (510) 37 
Tobacco Bright Yellow-2, (518) 164 
Tobacco protoplast, (531) 453 
Tocopherol, (511) 1; (516) 156; (530) 17 
c~-Tocopherol, (519) 8; (524) 145 
Tocopherols, (523) 177 
Tocotrienol, (530) 17 
TOL, (519) 117 
Toll-like receptor, (517) 251 ; (532) 171 
Tol-pal operon, (516) 161 
Topoisomerase II, (520) 161 
Topology, (525) 65; (532) 415 
Torsion angle likelihood obtained from shift and sequence similarity, 
(517) 139 
Tospovirus, (532) 75 
Toxin, (524) 172; (528) 261 
Toxin-antitoxin, (519) 191 
Toxoplasma, (522) 104 
Tpo, (529) 361 
TRAF6, (532) 241 
Traffic, (517) 103 
Trafficking, (512) 19; (512)25; (516) 187; (523)224; (527)51; (529)54 
TRAIL-R3, (53 L). 304 
Transacetylase, (530) 139 
Transacetylation, (517) 24 
Transactivation, (517) 206 
Transcription, (510)50; (514) 199; (518)67; (519) 117; (520) 127; (523) 
43; (524) 163; (525) 93; (528) 3; (528) 241 ; (529) 151 ; (531) 109; (531) 
304 
Transcription-coupled r pair, (522) 47 
Transcription factor, (528) 95 
Transcription nuclear factor-~cB, (526) 15 
Transcriptional interference, (520) 47 
Transcriptional modulator, (526) 142 
Transcriptional regulation, (513) 124; (514) 309 
Transcriptional regulator, (517) 185 
Transcriptional repression, (530) 204 
Transesterification, (519) 181 
Transfection, (520) 35 
Transferrin receptor, (518) 101 ; (529) 309 
Transforming growth factor c~, (519) 11 
Transforming growth factor-~, (511) 65; (517) 277; (519) 93; (520) 93; 
(527) 58 
Transforming growth factor-f31, (513) 282 
Transforming growth factor-~l signaling, (532) 31 
Transgenesis, (516) 201 ; (524) 111 ; (529) 116 
Transgenic animal, (532) 227 
Transgenic mouse, (520)47; (523) 63; (532) 391 
Transgenic nematode, (516) 53 
Transgenic plant, (515) 114;.(519) 141; (532)279 
Transgenic tobacco, (516) 27 
Transgenic J(enopus laevis, (524) 116 
Transglutaminase, (517) 175 
Transglycosidase, (514) 189 
Transgtycosylation, (5 t 4) 189; (527) 67 
Transient expression, (515) 114 
Transient receptor potential-C1, (510) 189 
Transient receptor potential protein, (523) 193 
Transition energies, (521) 31 
Transition protein, (514) 111 
Transition state structure, (526) 129 
Translation, (511) 79; (514) 34; (514) 55; (514) 74; (514) 199; (516) 9; 
(524) 127; (531) 285 
Translation arrest, (514) 70 
Translation initiation, (514) 49; (517) 155 
Translation stop, (517) 211 
Translation termination, (514) 30; (514) 96 
Translational pausing, (512) 209 
Translesion DNA synthesis, (520) 88 
Translin, (525) 105 
Translocation, (514) 11; (514)67; (525)43 
Transmembrane domain, (531) 290 
Transmembrane h lix, (532) 231 
Transmembrane c~-helix, (516) 40; (528) 222 
Transmembrane insertion, (526) 97 
Transmissible spongiform encephalopathy, (529) 17 
Transport, (527) 5; (527) 125 
Transport ATPase, (529) 86 
Transporter, (517)92; (527) 125; (529)93 
Transporter regulation, (516) 187 
trans-Translation, (514) 74; (514) 78 
Trans-translation, (516) 245 
Triad, (524) 225 
Trichosanthin, (531) 295 
Trio, (523) 35 
Triosephosphate isomerase, (518) 39 
Tripeptide anticodon, (514) 30 
Trithorax, (521) 36 
Triticum aestivum, (519) 66; (530) 169 
Triton X-100, (523) 79 
tRNA, (514) 11; (514) 34; (517) 211 
tRNA folding, (514) 78 
tRNA mimic, (514) 30 
Troglitazone, (520) 177 
Tropomyosin, (532) 143 
Troponin C, (517)45; (524) 107 
Troponin I, (515) 155 
TRP channels, (514) 26 
Truncation, (512) 329; (529) 203 
Trypanosoma brucei, (517) 144 
Trypanosoma cruzi, (520) 13; (526) 111 
Trypanosome, (523) 207 
Tryptic hydrolysate, (531) 369 
Tryptophan, (523) 103 
Tryptophan biosynthesis, (523) 239 
Tryptophan degradation, (517) 97 
Tryptophan fuorescence, (518) 97; (530) 197 
Tryptophan tryptophylquinone, (517) 172 
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TT virus, (510) 171 
T-type, (528) 272 
Tubulin, (523) 247; (529) 11 
Tuftelin, (530) 186 
Tumor angiogenesis, (532) 216 
Tumor-associated ganglioside, (531) 88 
Tumor cell motility, (515) 137; (531)93 
Tumor dormancy, (510) 206 
Tumor necrosis factor, (531) 18 
Tumor necrosis factor-c~, (512) 75; (516)63; (517)92; (517) 121; (520) 
58; (530) 124 
Tumor necrosis factor eceptor, (530) 1 
Tumor necrosis factor-related apoptosis-inducing ligand, (512) 313 
Tumorigenicity, (532) 135 
Tumour, (515) 119 
Tunicate, (521) 81 
Turgot, (516) 183 
Turnover, (531) 548 
Two-component system, (517) 185 
Two-dimensional crystallization, (529) 65 
Two-dimensional electrophoresis, (528) 197 
Two-domain subunit, (532) 300 
Two-electrode voltage clamp, (513) 253; (525) 71 
Two-hybrid, (527) 15; (532)241 
Two-photon excited fluorescence, (528) 227 
Two-pore domain K+ channel, (511) 28 
Two-state protein, (526) 129 
Type 2 diabetes, (513) 189 
Type 2 ribonuclease H, (531)~204 
Type I chaperonin, (529) 1 
Type I transforming growth factor-J3 receptor ectodomain, (513) 47
Type II activin receptor, (515) 13 
Type II NADH dehydrogenase, (531) 273 
Type II transforming growth factor-13 receptor ectodomain, (515) 13 
Type IIA secreted phospholipase A2, (518) 67 
Type X collagen, (531) 505 
Tyrosine, (523) 152; (525) 25 
Tyrosine ammonia lyase, (512) 240 
Tyrosine analog, (523) 48 
Tyro sine hydroxylase, (519) 221 
Tyrosine kinase, (512) 282; (514) 175; (525) 53; (525) 83; (530) 59; 
(531) 58 
Tyrosine kinase activation, (520) 145 
Tyrosine kinase receptors, (528) 83 
Tyrosine phosphorylation, (511)59; (515) 1; (519) 1; (521) 190; (529) 
268 
Tyrosine radical, (510) 121 
Tyrosine residue, (524) 15 
Tyr-phosphorylation, (518) 189 
Tyrphostin 25, (512) 282 
U 
U2 auxiliary factor, (528) 171 , 
Ubiquinol-oxygen oxidoreductase, (510) 121 
Ubiquinone, (512) 33; (526) 63
Ubiquitin, (510) 1; (512) 19; (513) 11; (517) 103; (520) 107; (529) 102; 
(531) 162; (531) 469 
Ubiquitin-dependent pro eolysis, (532) 7 
Ubiquitin ligase, (525) 131; (532) 147 
Ubiquitin-specific processing protease, (531) 469 
Ubiquitination, (522) 93; (531) 548; (532) 441 
UDP-N-acetylglucosamine 2-epimerase, (521) 127 
UidA, (525) 65 
Ultradian clock, (519) 41 
Uncoupling, (529) 313 
Uncoupling protein, (510) 117; (519) 210; (525) 7; (526) 63; (530) 37; 
(532) 12; (532) 459 
Uncoupling protein-l, (520) 58 
Unfolded protein response, (532) 147 
Unfolding, (511) 73 
Unfolding curve, (511) 73 
Universal precursor, (530) 4 
Unnatural amino acid, (517) 211 
3'-Untranslated region, (529) 60 
Unusual tRNA, (514) 37 
Upstream stimulatory factor, (520) 40 
Uptake, (529) 93 
Uracil, (526) 147 
Urea, (511) 73 
Urease, (522) 135 
Uric acid, (512) 323 
Uricolysis, (512) 323 
Uroguanylin, (526) 58 
Urokinase-type lasminogen activator, (528)'212 
Uroporphyrinogen III synthase, (525) 25 
Uterus, (524) 97 
Utrophin, (513) 98; (530) 109 
UV resistance, (512) 168 
UV sensitivity, (522) 47 
UVB, (523) 157 
V 
V-l, (530) 94 
V-1 protein, (528) 166 
V2 receptor, (532) 63 
VacA, (532) 237 
vacA gene, (517) 180 
Vaccine candidate, (527) 95 
Vacuolar fusion, (526) 71; (530) 174 
Vacuolar membrane, (511) 28 
Vacuole, (520) 63 
q~Value, (526) 129 
Variable domain, (516) 80 
Variant surface glycoprotein, (512) 249 
Vascular celi adhesion molecule-l, (530) 129 
Vascular endothelial growth factor, (512) 107; (512) 157; (524) 54 
Vascular smooth muscle cell, (521) 180 
Vascular wall, (512) 85 
Vasoacfive intestinal peptide, (522) 65 
Vasoconstriction, (519) 227 
Vav, (513) 98; (514) 153 
VCP, (520) 107 
VEGF, (531) 309; (532) 83 
Vero, (524) 20 
Verprolin, (513) 92 
Vesicle docking, (530) 174 
Vesicular trafficking, (513) 19 
Vgf, (510) 50 
VH, (516) 80 
VH domain, (518) 177 
VHS domain, (513) 11 ; (513) 19 
Vibrio cholerae, (532) 221 
Vigna unguieulata, (515) 44 
Virat infection, (522) 41 
Viral proteinase, (523) 53 
Virosome, (515) 184 
Virulence, (522) 52 
Virulence factors, (532) 221 
Virus fusion, (510) 181 ; (521) 62 
Viscosity, (513) 273 
Visual pigment, (530) 70 
Visualization, (518) 149 
Vitamin E, (511) 1; (523) 177 
Vitelline membrane, (524) 59 
Vitronectin, (521 ) 91 
V-J junction, (516) 97 
Vrnax (app)/Km (app), (514) 333 
Voltage-dependent a ion-selective channel, (520) 1 
Voltage-dependent Ca 2+ channel, (516) 229 
Voltage-gated K + channel, (512) 230 
Voltage-gated sodium channel, (532) 131 
Voltage jump, (513) 247 
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Volvox, (521) 95 
Von Willebrand factor A-domain, (517) 61 
VPI6, (517) 115 
vtc-1 mutant, (524) 145 
W 
WARTS, (529) 319 
WASp family protein, (514) 168 
WD40 repeats, (529) 11 
Werner syndrome, (521) 170 
Wheat,.(514) 305; (517) 129; (519) 66 
Wheat germ system,, (514) 102 
Whole-cell patch clamp, (513) 235 
wig-l, (524) 69 
Wiskott Aldrich syndrome protein homology domain-2, (513) 92 
Wnt, (521) 185 
Wolinella succinogenes, (522) 83 
Wood decay, (531) 483 
Wortmannin, (531) 324 
WRP, (510) 206 
WW domain, (513)30; (517) 144 
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